. Statistical analysis was performed using an unpaired t-test for the WT cells against gene-edited cell lines. Significant differences in the results compared to the WT are indicated by *(P < 0.05), **(P < 0.01) and ***(P < 0.001). Error bars represent SEM, n = 3. 
(A). Simultaneously, cells were harvested for the detection of PRRSV-N expression by immunoblotting analysis (B). (C)
Replication growth curves of PRRSV-EGFP. Cells were inoculated with PRRSV at MOI = 1. Cell supernatants were collected at indicated time points to measure the released viral particles by TCID 50 analysis. Significant differences in results compared to the WT are indicated as follows: *, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001. Error bars represent SEM, n = 3. Simultaneously, cell supernatants were collected to measure the produced infectious particles by TCID 50 analysis (A -D, right panel) and cells were harvested for immunoblotting analysis (E and F). Error bars represent SEM, n = 3. Significant differences in the results compared to the WT are indicated as follows: *, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001. 
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